SNF2 subfamily, the ATRX-like proteins. RAD54 is a chromatin-remodeling factor that is specialized for homologous DNA repair [18] . ATRX localizes to perinopaline synthase promoter [5, 13] , the ␣Ј promoter is not appreciably silenced by CpG methylation, because centromeric heterochromatin and is essential for the expression of human ␣-globin genes by an unknown nearly wild-type levels of CpG methylation remain at this promoter when silencing is released in drd1 mutants. mechanism [8] . Mutations in human ATRX lead to ATR-X syndrome (␣-thalassemia/mental retardation, X-linked)
These results support the idea that individual promoters vary in their sensitivity to cytosine methylation in differand to changes in CpG methylation of some repetitive sequences [9] . The Arabidopsis genome encodes two ent sequence contexts [2] . Whether the inverted repeatassociated, RNA-directed DNA methylation pathway proteins in these subfamilies [15] : a RAD54 homolog (CHR25; At3g19210) and an ATRX-like protein (CHR20; studied here is related to the RNAi-dependent silencing and de novo methylation of direct repeats in the FWA At1g08600). Proteins of the Arabidopsis DRD1 subfamily are thus related to, but distinct from, presumably augene [19] 
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